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Advances on the functional genomics
of the rice brown planthopper
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Zhejiang University, China

The rice brown planthopper is the most
destructive pest of rice plant, and have been
outbreak in about 1 third of the years and
resulted in millions of tons losses in Asia.

This talk will focus on its functional
genomics, including long-distance migration
and population diversity, molecular
mechanism of wing dimorphism, saliva
proteins and its relationship with rice host,
planthopper-Fungus-Bacterium triple
symbiosis system, and potential usage in the
pest control.

Dr. Chuan-Xi Zhang is a professor of Institute of Insect Science at Zhejiang University
(ZJU) , China since 1998. He finished his Ph.D. work in Shanghai Institute of
Biochemistry, CAS, in 1997,and then set up the lab of Insect Molecular Biology in
Zhejiang University. His research focuses on the area of functional genomics of the
rice planthoppers and their potential usage in the pest control.
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