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Metazoan-Like Genome
Compartmentalization In The Human Fungal
Pathogen Cryptococcus neoformans
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ABSTRACT

While eukaryotic genomes are typically partitioned into a
transcriptionally active A compartmentand a repressed B
compartment, primary chromosomal arrangements are defined by the
positioning of centromeres, which may cluster together, as in yeasts, or
disperse along the nuclear periphery, as commonly observed in
metazoans. Remarkably, the basidiomycete fungus Cryptococcus
neoformans exhibits both organizational states. We show that the
unique spatial organization of its centromeres and telomeres
establishes a metazoan-like A/B compartmentin C. neoformans.
PROF. KAUSTUV Strikingly, metazoan-Llike, late-replicating centromeres shape
SANYAL chromosome arrangement and contribute to the large-scale
organization of chromosomes in C. neoformans. Our findings not only
Director, Bose Institute, Kolkata reveal the remarkable plasticity of ggenome organizationin C.
Professor, INCASR, India neoformans but also suggest that centromere replication timing may
serve as a fundamental determinant of higher-order genome
architecture.
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