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Genome bioinformatics is an interdisciplinary field that develops computational 
techniques for understanding genome-scale data. It plays key roles in many areas of 
research as incredibly cheap sequencing becomes a ubiquitous foundational 
technology. The talk will focus on genome bioinformatics’ current successes and 
challenges in the era of low-cost sequencing. I will highlight case studies from my 
laboratory’s work, including analyses of cancer genomes, identification of mutation 
signatures of carcinogens in tumors, and study of alternative splicing in stomach 
cancer. 

Speaker:  Assoc. Prof. Steven Rozen 
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